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Abstract

The main goal of this talk is to discuss a stable procedure to perform variable selection
in high dimensional data, as in genome-wide association studies. We propose a variable
selection procedure that combines the result of multiple penalized regression models, and
define a weighted formulation to identify the most important predictor variables. Variables
that are selected more often in higher quality models have greater potential to be selected for
the final model. The procedure is applied as a proof of concept to the Alzheimer’s Disease
Neuroimaging Initiative (ADNI) public dataset in order to identify genetic variants (SNPs)
that are associated with Alzheimer’s Disease.
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